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Topsoil vs Subsoil
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Enzyme activities per g dry soil
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Mantel tests
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Mantel tests
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soil C 0.06

soil N 0.22

soil CN 0.05 0.04
microbial C

microbial N 0.03 0.02
microbial CN 0.05

pH 0.02 0.03 0.29

mic. comm. comp. 0.16 0.04 0.17
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Conclusions

Microbial community composition determines
how soil organic matter is decomposed.
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Conclusions

Microbial community composition determines
how soil organic matter is decomposed.

In mineral subsoils C and N are weak predictors for
how soil organic matter is decomposed.
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Conclusions joerg.schnecker@univie.ac.at

Microbial community composition determines
how soil organic matter is decomposed.

Thank you for your attention.

In mineral subsoils C and N are weak predictors for
how soil organic matter is decomposed.



‘\ \ | kq‘ ' N | \\\ (' ’\\ 1(1 'l\‘ “ 4’j\*t’1’,"4('\»,‘\|¢\(1¢ ';" ’,’,/ﬁ’u #‘115‘_“""

\\




il I ] NI ) \ ‘;“-. ) ‘ “'”1‘ ' ..!,'_b \ X ' !
AMUEARNE T ALV AONTERE W A L

Microbial community composition
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